05/13/2002 11:31 FAX 86028 

Blast Result 



m 



CA^fTOR COLBITRN, LLP 



©029 

Page 1 of 2 




!H Blast 2 Sequences results 



BLAST 



OMIM 



Taxonomy 



Structure 



BLAST 21 



; SEQl^NGES RESULTS VEBSIDN BLASTN 2.2.2 [Dec44.200H 

Matchir:] Mi.matcli:[0 gap open:^ gap ^exteB^i(m:]Q^ 
x_dropoff: Iio" expect:Fo;OQQi wordsize; FD ^ 



■■■■■r.:p:;y\ 



Sequence gi 



Homo sapiens endotheUaldiffereatiation^phing^^^^^ Lensttt 1137 ^/^37^:^ 



mm prbtein-coupied receptor, 3 (EDG3), mBNA 



Length 23 (1 23) 



i. 
I 



■ ::.:!i1K^:::ii:v«;':'"!''?yiii;;f.,,v!4! 




NOTE:Thestati:^tics(bitscorc^d expect v^^^^ 

NOI^:If proteir, traaslatio. is reversed, please t.peat the search with reverse strand of the query^ 
sequence 

bcore = *4:. 9 Dits (.23), Expect = 0.17 

IdeatittiSS = i3/23 (100%) . . 
Strand .. Plus / Minus 

■§-.■■ 



Sbjct: 23 gi^cgcagcacttcagaatggga l 



CPT; time 3 



0.08 user sees- 



0.02 sys., seps 



0.10 total sees. 



Lattibda K H 

1,33 0.621 1.12 

Gapped 

Lambda K H 

1.33 0.621 1.12 



Matrix: blast a matrix:! -2 

Gap. Penalties: Kxistence; 5 , .Extension: 2i 

Number, of : Hits, to DBt i 



http://ww.ncb:.nlm.nih,govMastA>12seq/wblast2.cgi 
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Mumber of 

immber of 
Number of 
length ■of 
length of 
effective 
effective 
effective 
effective 
effective 

ki' 30, ■']' 

XI: 6, (11 
X2:: 26 (50 
SI: 12 (23 
S2; 20 (39 



Seq;' lencea : 0 
^ext'snsions : 1 
suCiesBful extensions: 1 
.secrieiices better than 10.0: 1 

■^jue.^t^: 

dat ibase: 5,006,917,935 
HSP length: 24 
lenjth of query: 1113 
length of databas,.^: 4 , 991, 88.&, 975 
seacch ;space. 5555^73542175. ; 
seairdh space need: .5555^73542175 



5: bits) . 

.0 iits) 
.8 Sits) 
.1, .5i.ts) 



http://ww,ncbi.rilm.aih.gov/blastA)12seq/wblast2.cgi 
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